) 70 Y70F 0.1 (Shuman et al., 1989) , (Sekiguchi and Shuman, 1996) 71 F71A 1 (Sekiguchi and Shuman, 1997 ) 72 Y72F 0.03 (Shuman et al., 1989) , (Sekiguchi and Shuman, 1996) (Perry et al., 2006) 136 Y136S 1 (Wittschieben and Shuman, 1994) , Y136D 0.01 (Wittschieben and Shuman, 1994) , Y136A 0.01 (Wittschieben and Shuman, 1994) , (Petersen et al., 1996) 167 K167R 0.33 , (Petersen et al., 1996) , (Krogh and Shuman, 2002) K167A <0.01 , (Petersen et al., 1996) K167E <0.01 , (Petersen et al., 1996) Figure S1 . Weighted 2Fo-Fc electron density for the noncovalent vTopIB/DNA complex. The active site is shown. Figure S2 . Secondary structure assignment and sequence alignment for variola TopIB when bound to DNA (covalent and non-covalent), the unliganded vaccinia TopIB catalytic domain (apo), and the human TopIB when bound to DNA. Human TopIB sequence outside of the poxvirus boundaries is not shown. 
